
SEQUENCE LISTING 



<110> Dikstein, Rivka 

Yamit-Hezi, Ayala 



<120> A TRANSCRIPTION FACTOR TFIID SUBUNIT, 

TAFII105, POLYPEPTIDES, DNA ENCODING THEREFOR AND 
PHARMACEUTICAL COMPOSITIONS 



<130> 13005/002001 

<140> 09/763,909 
<141> 2001-02-26 

<160> 6 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2558 

<212> DNA 

<213> Homo sapiens 



<400> 1 

gggaccctgg tgaccaaagt ggctccggtc agcgcccctc ctaaagtcag cagcggccct 60 

aggctgcctg ctcctcagat agtcgccgtg aaagccccca acaccacgac aatccagttt 120 

cctgctaatt tgcagcttcc tccaggaacc gttttgatta aaagtaacag tggtccgttg 180 

atgttggtat ctcctcagca aactgtaaca agagccgaga ccacaagtaa cataacctca 240 

aggccagcag taccagcgaa tcctcaaaca gtcaaaatct gtacagtgcc gaactctagc 3 00 

tcacaattaa tcaagaaagt ggcagtgaca cctgttaaaa aattggcaca aataggaact 360 

actgtggtaa ccactgttcc gaagccttcc tcagtacaat ctgtggctgt gccaaccagt 420 

rgtcgtcaca gttactcctg gaaagccatt gaatactgta actaccctga agccttcaag 480 

tttgggagca tcatccactc cttcaaatga gcccaatctt aaagcagaga actcagcagc 540 

tgttcagatt aatctttctc cgacaatgct agaaaatgtg aagaaatgca agaacttcct 600 

tgcaatgtta ataaaactag catgtagtgg atcacagtcc cctgaaatgg ggcaaaatgt 660 

gaagaagctg gtggaacaac ttttggatgc aaaaatcgaa gcagaagaat ttactaggaa 72 0 

actgtatgtt gaactcaagt cttcacctca gcctcacctg gttccttttc ttaagaaaag 780 

cgtggttgcc ttacgacaac ttctgcctaa ctcccagagc ttcatccagc aatgtgttca 840 

gcagacttct agtgacatgg tcattgctac ctgtactaca acagtaacaa cttctcctgt 900 

ggtgacaact acagtgtcct caagccagtc tgaaaagtca attattgttt ctggagcaac 960 

agcacccaga actgtgtcag tgcaaacttt gaacccactt gctggtccag tgggagcaaa 1020 

agctggagtt gtgacacttc attctgtggg cccaactgct gcaacaggag gaacaacagc 10 80 

tggaactggt ttgcttcaga cttcaaaacc acttgtgaca tctgtggcaa acacagtgac 1140 

cacggtctca ctgcaacctg aaaagccagt tgtctctgga acagcagtaa cactgtccct 1200 

tccagcagta acttttggag aaacttcagg tgcagctatt tgtcttccat ctgtgaaacc 1260 

tgttgtttcc ttctgctggg accacatctg caagcctgtt attgggactc cagttcaaat 1320 

caaacttgcc cagccgggcc ctgtcctttc acaaccagct gggattccaa caggcagttc 1380 

aagcaagcaa ctattctcat tgtttcacgt agttcagcag ccttcaggag gcaatgaaaa 1440 

acaagtgacc acaatttcac attcctcaac attgaccatt cagaaatgtg gacagaagac 1500 

gatgccagtg aacaccataa tacctactag tcagtttcct ccagcttcca ttctaaagca 1560 

aattacctct gcctggaaat aaaattctgt cacttcaagc atctcctact cagaaaaata 1620 

gaataaaaga gaatgtaaca tcatgcttcc gagatgagga tgacatcaat gatgtgactt 1680 

ctatggcagg ggtcaacctt aatgaagaaa atgcctgcat cttagcaaca aactctgaat 1740 

tggttggcac actcattcag tcatgtaaag atgaaccatt tctttttatt ggagctctac 1800 

aaaagagaat cttagacatt ggtaaaaagc atgacattac agaacttaac tctgatgctg 1860 

tgaacttgat ctcccaagca acacaggaac gactacgagg ccttctagaa aaactgactg 192 0 

caattgctca gcatcgaatg actacttaca aggcaagtga aaattacatc ctgtgtagtg 1980 

ataccaggtc acagctcaaa tttcttgaaa agctggatca attggagaag cagagaaagg 2 04 0 

atttggaaga aagagaaatg ttacttaagg cagccaagag tcgttctaat aaagaagatc 210 0 



cagaacagct gagattaaag cagaaagcca aagagttaca gcaattggaa cttgcacaga 2160 

tacagcatag agacgctaat ctcacagctc ttgcagctat tggaccaagg aagaagagac 222 0 

cactagaatc tggaattgag ggcttaaaag acaaccttct tgcttctggg acatccagcc 22 80 

tgacagccac caaacagttg catcgtccaa gaatcacgag aatctgcctc agggacttga 2340 

tattttgtat ggaacaggaa cgggagatga agtattctcg agctctatac ctggcccttc 2400 

tgaagtgacc actccactct tccatccaca tccttgctat ttactgccaa agaagacaca 2460 

aagcattgtt gcactgtcct gaaatttcaa tttctggaaa ataacaccaa catgaaagag 2520 

cattgtttac gattagaact ttattaactc ttacctat 2558 



<210> 2 
<211> 852 
<212> PRT 

<213> Homo sapiens 



<400> 2 
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He 
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Lys 


He 
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560 


Met 


Ala 


Glv 


Val 


Asn 


Leu 


Asn 


Glu 


Glu 


Asn 


Ala 


Cvs 


He 


Leu 


Ala 


Thr 
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615 










620 










Gin 


Ala 


Thr 


Gin 


Glu 


Arg 


Leu 


Ara 


Glv 


Leu 


Leu 


Glu 


Lvs 

2 


Leu 


Thr 


Ala 


625 










630 










635 










640 


lie 


Ala 


Gin 


His 


Arg 


Met 


Thr 


Thr 


Tvr 


Lys 


Ala 


Ser 
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670 






Gin 


Leu 


Glu 


Lvs 


Gin 
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Arg 


Glu 


Met 
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Gin 


Leu 


Glu 


Leu 


Ala 


Gin 


He 
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Leu 


He 
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Cys 


Met 
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Ala 


He 


Tyr 


Cys 
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Leu 
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He 
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<210> 3 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> NFkB Oligonucleotide 
<400> 3 

agcttaggga ctttccgagg ggactttccg 3 0 

<210> 4 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> NFkB Oligonucleotide 



<210> 5 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Mutated NFkB Oligonucleotide 
<400> 5 

agcttatcta ctttccgagt ctactttccg 30 

<210> 6 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mutated NFkB Oligonucleotide 



<400> 4 

gatccggaaa gtcccctcgg aaagtcccta 



30 



<400> 6 

gatccggaaa gtagactcgg aaagtagata 



30 



